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FIG.26 
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FIG. 27 

Combination of a single amino acid and a pair of 
amino acids having the same or close mass number 

Single 0 A pair of Difference of 

* amino acid * amino acids mass number 

Tip (186.213) , Glu-Gly (186168) Am=0.0458 

Tip (186.213) , Ala-Asp (186.168) Am=0.0458 

Trp (186.213) , Ser-Val (186.211) Am=0.0024 

Trp (186.213) , Lys-Gly (185.226) Am=0.9872 

Trp (186.213) , Gln-Gly (185.183) Anwl.0305 

Trp (186.213) , Asn-Ala (185.183) Am=1.0305 

Asn (114.104) , Gly-Gly (114.104) Am=0 

Lys (128.174) , Gly-Ala (128.131) Am=0.0434 

Gin (128.131) , Gly-Ala (128.131) Am=0 

Arg (156.188) , Val-Gly (156.185) Am=0.0031 

Glu (129.116) , Gly-Ala (128.131) Am=0.9847 



lAml <1.0 
( ):Mass number without N and C terminals 



